Why are so many infants getting measles in China?  by Montgomery, J. et al.
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or informing future pandemic plans. We aimed to quantify how
ransmission dynamics of the virus varied over space and time in
hailand over the ﬁrst two waves of the epidemic by tracking vari-
tion in the effective reproduction number, Rt, which measures the
verage number of secondary cases per case.
Methods: Laboratory-conﬁrmed cases (cases positive for
nﬂuenza A/H1N1pdm 2009 by real-time PCR) were used as input
ata for the estimation procedure. Data points corresponded to
ates of symptom onset of inﬂuenza A/H1N1pdm in Thailand from
May 2009 to 26 December 2010 in four geographic regions (cen-
ral, north, north-east, and south). We analyzed these data using a
reviouslydescribedapproachof epidemic reconstruction toderive
stimatesof howtheeffective reproductionnumber,Rt, variedwith
egion and over time. Conﬁdence intervals were calculated using a
ootstrap procedure.
Results:We found that the estimatedRt values for theﬁrstwave
eaked at 1.5 (with 95% CI, 1.4-1.7) in the central region and 1.6
95% CI, 1.4-1.9) in the north, whilst the corresponding values in
he north-east and the south were close to 1.3. By the time that the
t estimate in the central region was below one, the value of Rt in
he rest of Thailand had started to increase above one. The value
f Rt in the ﬁrst wave was estimated to be above one continuously
or 30 days in all regions. For the second wave, the Rt estimates
ere only marginally above one within the ﬁrst three months in all
egions except the south.
Conclusion: The estimate values of Rt for the ﬁrst and the sec-
ndwavesof the inﬂuenzaAH1N1pdmepidemic inThailandvaried
y region, with higher estimates obtained from the central and
orthern regions in the ﬁrst wave. Accounting for regional vari-
tion in transmission potential is important for helping to predict
he course of future pandemics and for analysing potential control
easures (i.e. regionally-targeted control policies).
ttp://dx.doi.org/10.1016/j.ijid.2012.05.436
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pidemiological situation of malaria infections in Nikshahr: A
ity in the endemic area of Sistan and Balouchestan province,
outheastern Iran
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Islamic Azad University, Zahedan, Iran, Islamic Republic ofBackground: Malaria, one of the most important health prob-
em in tropical and subtropical regions is an endemic disease
ppeared in the Southeastern province of Iran.This descriptive
tudy conducted to show the epidemiological feature of Malariafectious Diseases 16S (2012) e317–e473
in Nikshahr (a city in the province of Sistan & Balouchestan), with
a census of the positive cases reported through malaria-care pro-
grams during the March 2006-March2010.
Methods: This study is a descriptive epidemiological study of
Malaria. Information extracted from the monthly report forms
collected by the department of health, at Zahedan university of
medical sciences. Peripheral blood smears were taken from all
patients who had fever. Slides were prepared in both thin ﬁlm at
one end and thick ﬁlm at the other side and were stained with
Giemsa and examined under microscope by 100X magniﬁcation.
Data from completed forms of epidemiology for all positive cases
were analyzed in this study.
Results: A total of 30783 reported Malaria infections from the
year 2006 to 2010 were investigated, 7035(22.8%) cases were iso-
lated from the patients in Nikshahr city. 4183(59.4%) of these
patients were male and 2852(40.5%) were female. 74 cases of
women were pregnant. The highest infection rate observed in the
patients above 15 years old (4236 cases, 60.2%) . Malaria was seen
in patients between 5-14 years and less than 4 years 2227cases,
31.6%), (572, 8.1%), respectively. According to thesedata, 6965(99%)
of isolated specieswere Plasmodiumvivax, 50(0.7%) Plasmodium fal-
ciparum and 20(0.2%) were found to be mixed species. Ninety-six
percent(7666 cases) of patientswere Iranian, 221 cases (3%) Afghan
immigrants and 47(0.6%) Pakistani immigrants.
Conclusion: This study showed that Plasmodium vivax is the
most infectionofMalaria in this area and the infectrionhasdeclined
from2937 cases in the year 2006 to the138 cases in 2010.No case of
Plasmodium falciparum detected in 2010. More public knowledge,
health centers control, use of mosquito-net in endemic region and
immigrants control were the probable reasons of Malaria decline
during the past recent years.
http://dx.doi.org/10.1016/j.ijid.2012.05.437
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Why are so many infants getting measles in China?
J. Montgomery1,∗, X. Wang2, B. Carlson1, Y. Zhang2, B. Gillespie1,
A. Wagner1, M. Boulton1
1 University of Michigan, Ann Arbor, MI, USA
2 Tianjin Centers for Disease Control and Prevention, Tianjin, China
Background: According to the World Health Organization
(WHO), measles is the leading global cause of vaccine-preventable
mortality and the ﬁfth leading cause of all childhoodmortality. Fur-
thermore, WHO estimates 20 million individuals are infected with
measles every year.
China is targeted for measles elimination by 2012 as part of the
WHO’sWesternPaciﬁcRegioneliminationplan. From2002 to2008,
China experienced an increase in measles incidence from 4.8 to 9.9
per 100,000 persons. In 2010 in Tianjin, China, a municipality of
approximately 10.4 million persons, nearly 600 cases of measles
were reported in children under age 1 year (a rate of approximately
450 per 100,000 persons in this age group). Despite control efforts,
sustained levels of endemic transmission present challenges to
accomplishing the goal of elimination.
Methods: A research collaborative between the University of
Michigan and the Tianjin Centers for Disease Control and Preven-
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between brucella antibody positivity and elevated CRP was found
to be signiﬁcant.
http://dx.doi.org/10.1016/j.ijid.2012.05.44015th ICID Abstracts / International Journa
ion is currently conducting a population-based cross-sectional
tudy throughout the province of Tianjin to describe risk factors
or the acquisition of measles and to estimate the sero-prevalence
f measles antibodies. The study consists of a brief interview and
ollection of a dried bloodspot specimen in consenting people <50
ears-old. Included in this study is a subset of mother/infant pairs.
Results: Preliminary results from 16 mother/infant pairs indi-
ate that while most (100%) mothers have adequate measles
ntibody levels, many of their infants aged 3-8 months do not have
dequate protection (85%). Immunization for measles is recom-
endedat age8months in Tianjin, funding forwhich is providedby
he government. Antibody levels in children 8months and older are
orrespondingly adequate (88%). The study is progressing rapidly,
nd more up to date information will be presented.
Conclusion:While thewaning ofmaternal antibodies in infants
as been a well-documented concern, we found evidence that this
ay be occurring at a younger age than previously documented.
lthough our results are preliminary, this issue could have major
amiﬁcations for vaccination and control programs throughout
hina and perhaps globally.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.438
ype: Poster Presentation
inal Abstract Number: 53.039
ession: Epidemiology & Public Health
ate: Saturday, June 16, 2012
ime: 12:45-14:15
oom: Poster & Exhibition Area
omparison of inﬂuenza A(H1N1)pdm09 mortality with sea-
onal inﬂuenza mortality in Australia
. Muscatello1,∗, R. MacIntyre2, D. Dwyer3, A. Newall4
University of New South Wales, Kensington, NSW, Australia
University of New South Wales, Kensington, Australia
University of Sydney, Camperdown, Australia
University of New South Wales, Sydney, Australia
Background: In 2009, large numbers of pandemic inﬂuenza
eaths were recorded. However, assessment of inﬂuenza-related
ortality using laboratory conﬁrmation suffers from under-
scertainment.
To overcome this difﬁculty, statisticalmethods are often applied
o population mortality time series to estimate the excess deaths
hat occur during inﬂuenza epidemics. A common feature of these
ethods is to estimate background, non-inﬂuenza, mortality using
regression model with harmonic parameters for seasonality,
ased on the method introduced by Serﬂing in the 1960s.
A limitation of the harmonic model is that it requires the sea-
onal background tohave the same shape andmagnitude eachyear.
n Australia, this requirement provides a poor ﬁt to the observed
ortality time series.
Methods:Weused a generalized additivemodelwith a smooth-
ng spline function of time to provide a more ﬂexible ﬁt to the
ackgroundweeklymortality. Time series of Australiandeath rates,
003 to 2009, from respiratory, respiratory and circulatory causes,
nd all-causes were the outcome variables examined. Incorporat-
ng laboratory virology time series into the model allowed us to
stimate the contribution of inﬂuenza A (H1N1)pdm09, seasonal
nﬂuenza A and B, and respiratory syncytial virus (RSV).
Results: For persons of all ages in 2009 in Australia, preliminary
odel estimates indicated a respiratory mortality rate associated
ith inﬂuenza A(H1N1)pdm09 of 0.9 (95% conﬁdence interval – CIfectious Diseases 16S (2012) e317–e473 e355
0.4-1.9) per 100,000, or 199 (95% CI 87-311) deaths. For all-cause
mortality, the estimates were 2.3 (95% CI 0.2-4.4) per 100,000, or
501 (95% CI 51-951) deaths.
In comparison, public health surveillance records in Australia in
2009 indicated there were 191 deaths (0.9 per 100,000) in which a
laboratory-conﬁrmed A(H1N1)pdm09 infection was recorded.
In the years studied, the greatest model-estimated seasonal
inﬂuenza A all-cause death rate occurred in 2007 – rate 11.6 (95%
CI 9.7-13.5) per 100,000, count 2412 (95% CI 2019-2805).
Conclusion: Seasonal inﬂuenza-related deaths in Australia in
2007 may have occurred at a rate 5 times greater than that of pan-
demic inﬂuenza in 2009. This observation may relate at least partly
to the differing age distribution of susceptibility to the different
inﬂuenza strains.
http://dx.doi.org/10.1016/j.ijid.2012.05.439
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Is there any association between brucellosis and the develop-
ment of atherosclerotic heart disease?
A.R. Bizri, U. Musharraﬁeh ∗, S. Alam, A. Choukair, H. Tamim
American University of Beirut - Medical Center, Beirut, Lebanon
Background: Previous studies have suggested an infectious link
to atherosclerosis. It was hypothesized that there exists a role for
Brucella in triggering cardiovascular events by causing a chronic
inﬂammatory state. In this studyBrucellawasexploredasapossible
candidate pathogen, pathogenetically related to the development
of atherosclerosis.
Methods:Patients referred for coronaryangiographywere stud-
ied. Subjects were categorized into two groups; those with greater
than 75% stenosis in at least one coronary artery and thosewith less
than 75% stenosis. Risk factors for coronary artery disease were
recorded and blood was obtained for brucella titers (direct and
indirect) and C-reactive protein levels
Results:Atotal of 424patientswere included in the study (72.2%
males and 27.8% females). Among patients with positive Brucella
titers (direct or indirect), 70.6% had CAD. Among patientswith neg-
ative Brucella titers 74.9% had CAD. The difference between these
two groups did not reach statistical signiﬁcance (P =0.514). The
variables found to be predictors of CAD were gender (P =0.003),
history of diabetes (P =0.005), hyperlipidemia (P <0.001) and statin
intake (P <0.001). Patientswith highly elevated CRP (>6), 63.2% had
at least one vessel disease greater than 75% whereas patients with
lower CRP levels (<3 or CRP3-6), 44.3% and45.8%had vessel disease
greater than 75%, respectively (P =0.001).
Conclusion: Conclusions:The ﬁndings do not suggest an asso-
ciation between chronic brucellosis, tested by direct and indirect
antibody tests, and the development of CAD, but a correlation
